Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.005 Å; disorder in main residue; R factor = 0.060; wR factor = 0.170; data-to-parameter ratio = 13.4.
Related literature
Mo K radiation = 0.09 mm À1 T = 295 (2) K 0.32 Â 0.24 Â 0.11 mm
Data collection
Bruker SMART CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 1996) T min = 0.972, T max = 0.990 6723 measured reflections 2323 independent reflections 1114 reflections with I > 2(I) R int = 0.065 Refinement R[F 2 > 2(F 2 )] = 0.059 wR(F 2 ) = 0.170 S = 1.01 2323 reflections 173 parameters 7 restraints H-atom parameters constrained Á max = 0.17 e Å À3 Á min = À0.26 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 1; y þ 1 2 ; Àz þ 1 2 ; (ii) Àx þ 1; y À 1 2 ; Àz þ 1 2 . Cg1 and Cg2 are the centroids of the N1,N2,N3,C1,C2 and C1-C6 rings, respectively.
Data collection: SMART (Siemens, 1996) ; cell refinement: SMART; data reduction: SAINT (Siemens, 1996); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL.
2-
Recently, a number of Schiff-bases have been investigated because of their interesting coordination chemistry (Garnovskii et al., 1993; Musie et al., 2001; Ghosh et al., 2002; Shi et al., 2007) as well as due to their importance in biological systems (Anderson et al., 1997) . The Schiff-bases containing the triazole group have attracted much attention because they exhibit potential bioactivities (Xu et al., 2002) . In order to search for new triazole compounds with higher bioactivity, the title compound was synthesized and its crystal structure determined ( Fig. 1 and Fig. 2 ). The bond lengths and angles are in good agreement with the expected values (Allen et al., 1987) . In the crystal structure, the molecules are linked into infinite chains by the N-H···O hydrogen bonds. In addition, there are also present weak C-H···O and C-H···N hydrogen bonds as well as C-H···π-ring interactions (Tab. 1). Cg1 and Cg2 are the centroids pertinent to the rings N1\N2\N3\C1\C2 and C1\C2\···C6, respectively.
Experimental
The title compound was synthesized by the reaction of 2-(1H-1,2,3-benzotriazol-1-yl)acetohydrazide (1 mmol, 191.2 mg) with cyclopentanone (1 mmol, 84.1 mg) in ethanol (25 ml). The mixture was refluxed at 338 K for 4 h until a clear solution occurred. After ten days, colourless block crystals with approx. size 0.3 × 0.2 × 0.1 mm suitable for X-ray diffraction study were obtained. Yield, 257.3 mg, 87%. m. p. 490-492 K.
Analysis calculated for C 13 H 15 N 5 O: C 60.69, H 5.88, N 27.22%; found: C 60.66, H 5.82, N 27.17%.
Refinement
The majority of the H atoms could have been determined in the difference Fourier maps with exception of the disordered atoms C11, C11', C12 and C12'. During the refinement the H atoms were situated into idealized positions, constrained and refined as riding atoms. The constraints: C aryl -H = 0.93; C methylene -H = 0.97 Å, N-H = 0.86 Å; U iso (H) = 1.2 U eq (carrier atom). The disorder was treated with the following constraints and restraints: The anisotropic displacement parameters of the pairs of the atoms C11, C11' and C12, C12' were set equal by the command EADP (Sheldrick, 2008) . The corresponding interatomic distances C11-C12 and C11'-C12' were restrained to 1.485 (10) Å while the distances C10-C11, C10-C11', C12-C13, C12'-C13 were restrained to 1.520 (10) Å. (The values of these distances were excerpted from the Cambridge Crystal Structure Database (Allen, 2002) for the structures that contained the similar fragment -N═cyclopentane as it is contained in the title structure. The searched structures were without disorder, errors and with R-factor < 0.05. 4 structures with the following REFCODES were found: HULJON, KERWUA, NAQSAZ and RAKHUH.) In addition, for the disordered parts the restrain SAME has been applied (Müller et al., 2006; Sheldrick, 2008) . The respective occupancies were refined to 0.628 (9) and to 0.372 (9). 
